In the original version of the manuscript, we failed to discuss and cite a key study closely related to ours (Norman et al. 2004 ). This study described and analyzed data from 27 of the 57 families used in our study. Thus, our study extends that of Norman et al. by including 30 additional families. We view our manuscript as a source of reference material as opposed to the analytical synthesis provided by the Norman et al. study. We sincerely apologize for our omission and wish to correct the manuscript as follows: 
A statement referring to the families used in the study
should have read as follows:
In order to more fully characterize the KIR locus in Caucasians, we typed for the presence/absence status of 16 KIR genes (Martin and Carrington 2007) in members of 57 CEPH families of European descent and determined haplotypes based on segregation analysis (Figure 1 ). These families included one Amish family, ten French families, and forty six families from Utah. KIR data from 27 of the 46 Utah families used in the present study were previously reported by Norman et al. 2004 . Our study includes an additional 30 families and thus is an extension of this previous work.
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